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Supplementary Figure S3 DNA methylation profiles of 19 samples of normal
liver tissue (NLT) with morbid obesity (gray circles), 36 samples of NLT with liver
metastases of colorectal cancer (black circles), 113 samples of non-cancerous
liver tissue showing non-alcoholic steatohepatitis (NASH-N) (red circles), and 37
samples of non-cancerous liver tissue showing chronic hepatitis or cirrhosis
associated with hepatitis B virus or hepatitis C virus infection (blue circles).
Principal component analysis using the 3,331 probes (same as Figure 2)
revealed that the DNA methylation profiles of NLTs with morbid obesity were
more similar to those of NASH-N samples in comparison with NLTs with liver

metastases.




